Alcaligenes faecalis combined cosmids map with 70 ORFs

orf77 Amino acid permease L-Kynurenine hydrolase Transcriptional regulators
3 | < orf457 < orf416 | | orf153 >  gntR || orfl74 > 5000 bp
1 231 398 1771 1808 [ actase permease3058 3202 3663 3706 4410 4432 4956
® Lactate permease operon regulator  L-lactate dehydrogenase D-lactate dehydrogenase
| letP >| IctR >4 orf379 > orf573 10000 bp
5423 7090 7135 7947 7944 9083 9086

lgerrodoxin-NAD(+) reductase

chtyltransferas o Chromate transporter
> < orfis3 | < orf333 | Q4 <_yaE | < chrA 15000 bp
10807 10943 11494 11616 12617 1297013254 13377 13898 14088
<< @ <
| < orf386 <l orf478 I < orf163 | < 20000 bp
15314 15931 17091 dDNA lgop 18967 19458 19507
amage damage
@ inducible inducible A3(V) reductase
orf730 karf104 <yafOrf103 <orfI0I] orf123>  orfl44] < _arsC2 25000 bp
21699 21696 22010 22451 22780 23217 23522 24041 24475 24623
Oxyanion transport 22752 23063 23526 23897
Oxyanion permeases ATP-binding Oxyanion binding Molybdenum cofactor
]< phnEl <] phnE2 K phnC < phnD |! moaA K 30000 bp
25036 25056 25865 25841 26653 26667 27497 27509 28510 28595 29689 29702
Arsenite oxidase Mo-pterin subunit Rieske subunit -~ Oyyanion binding Signal transduction
asoA [< asoB oxyX >l oxyS 35000 bp
Two-component aspartyl- 32182 32195 32722 32748 33806 33809
Phosphate response regulator Reg‘”"“% Phosphate-binding ~ Phosphate permease Phosphate permease
! oxyR > larsR-likel | pstS > | pstC— >| pstA 40000 bp
35284 35290 36648 3673637089 37210 38202 38318 39256 39258
Transposase
ATPase  Phosphate regulator Efflux Monooxygenase Integrase = Monooxygenase
5 psiB S phoU > b d orf220 brflop|  orf285 R orf214 45000 bp
40217 40266 41141 41152 41814 41872 42783 42758 434230 9 43721%796 44653 44544
Thioredoxin  Permease ECF o factor-z Hydrolase legulator Secreted protein
] < orf341 | [orfi79 >< soxH | larsR-lige] orf475 50000 bp
45188 45469 46494 46681 47220 47266 48225 48461 48790 48852
45204 45440
DNA repair
> o1y | radC >[orfi35> | orf340 > <IpbrR || 55000 bp
50279 50483 50758 50993 51523 51658 52065 52757 53779 53853 54293 54379
oo Arsenic operon As(V) Arsenic operon
Metal binding P-type ATPase Signal peptidase regulator reductase regulator
pbrA D pbrBC > [ arsR Y arsC > [arsD>| arsA 60000 bp
56784 56781 57860 58300 58779 59194
CBS domain 57926 58303 58820 59188
orf68 As(Ill) membrane pump Transposase
> arsB > mpA 65000 bp
60969 60980 61188 62474 62641
61186
| 0rf359 > | orf1001 70000 bp
65607 66272 67351 67905

o149 71383 bp
70910 70907 71356




